The hemoglobin of Urechis caupo. The cDNA-derived amino acid sequence.
The nucleotide sequence of a cDNA transcript containing part of the 5' noncoding region, the entire coding region, and the entire 3' noncoding region has been determined. The protein sequence predicted from the coding region matches almost exactly the aminoterminal sequence and the sequence of several peptides from Urechis caupo F-I globin. Only 11-20% of the amino acid positions are identical with those of other known globins.